CA). 3 We constructed separate tables for MRSA and MSSA, calculating the band difference on PFGE between each of the MSSA isolates and each of the MRSA isolates (Tables 1 and 2) . We compared the groups using analysis of covariation. An identical PFGE type was included as many times as it was isolated.
During the 5-month study, 11 MSSA isolates (8 wound, 2 urine, and 1 throat) were encountered from 6 nursing units. A total of 9 unique PFGE types were obtained that varied by at least 1 band. There were 2 sets of identical isolates (profiles H2 and U) ( , 6 urine, 1 sputum, 1 blood, and 1 stool) were encountered from 10 nursing units. A total of 10 unique PFGE types were encountered that varied by at least 1 band ( Table 2 ). The nursing home has 4 nursing buildings. All 4 profile L isolates occurred in the same building, 3 of which were from the same floor. Two of 4 profile Al isolates were from the same unit, with a third isolate being from the same building. The 2 profile A13 isolates were from the same building. The mean band difference between the MRSA isolates was 5.9 + 2.4, whereas the mean band difference between the MSSA isolates was 9.1 ± 2.5. The data were normally distributed. The MRSA isolates were significantly more genetically related than were the MSSA isolates (P < .0001). Our results are similar to those of Dominguez et al., who performed PFGE on 189 MRSA and 52 MSSA isolates in a 1,000-bed hospital in Barcelona, Spain. The 189 MRSA isolates fell into 11 to 19 PFGE patterns, whereas the 52 MSSA isolates fell into 33 PFGE patterns. These investigators also found greater genetic relatedness among MRSA versus MSSA isolates. 4 We speculate that the closer genetic relatedness of our MRSA isolates versus our MSSA isolates provides evidence for greater transmission. Ward reported evidence of equivalent adhesion of MRSA and MSSA strains to nasal epithelial cells. 5 Bisognano et al. reported induction of fibronectin-binding proteins and increased adhesion of quinoloneresistant S. aureus by subinhibitory levels of ciprofloxacin. 67 All 17 MRSA isolates were ciprofloxacin resistant. Ten patients had received quinolones in the previous 90 days. None of 11 MSSA isolates was ciprofloxacin resistant and 2 of these patients had received a quinolone. We speculate that the use of antibiotics active against MSSA, but not MRSA, creates a selective advantage for MRSA survival and spread. Exposure to quinolones might facilitate adhesiveness of MRSA and destroy competing flora. 8 
